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T3 [E#HR DNA-Seq

HAES Has =R (ES) Efl (¥)

0319-32 Ovation Rapid DNA-Seq (Barcode 1-8) 32 132,000 FEEAE—I{FE
0320-32 Ovation Rapid DNA-Seq (Barcode 9-16) 32 132,000 HEHRAE—X{tE
0328-96 Ovation Rapid DNA-Seq 96 361,900

9145-96 Ovation Rapid DNA-Seq + UDI 96 395,900

0567-24 Rapid EZ DNA-Seq (UDI) 24 91,900

0567-A01 Rapid EZ DNA-Seq (UDI) 96 361,900

0344-32 Ovation Ultralow V2 DNA-Seq 32 218,700 HFHAE—X{tE
0344NB-08 Ovation Ultralow V2 DNA-Seq 8 37,700

0344NB-32 Ovation Ultralow V2 DNA-Seq 32 150,800

0344NB-A01 Ovation Ultralow V2 DNA-Seq 96 395,900 EESE i
0360-08 Celero DNA-Seq 8 37,700

0360-24 Celero DNA-Seq 24 99,000

0360A-96 Celero DNA-Seq (Metaplex A) 96 395,900

0360A-A01 Celero DNA-Seq (Metaplex A) 96 395,900 HEMEXIE
0360A-UDI Celero DNA-Sqe + UDI-A 96 452,400

0360B-96 Celero DNA-Seq (Metaplex B) 96 395,900

0360B-A01 Celero DNA-Seq (Metaplex B) 96 395,900 BEEMExIIG
0360B-UDI Celero DNA-Sqe + UDI-B 96 452,400

0360C-A01 Celero DNA-Seq (Metaplex C) 96 395,900 HEHERIG
0360D-A01 Celero DNA-Seq (Metaplex D) 96 395,900 HEHMERIG
9363-24 Celero EZ DNA-Seq 24 99,000

9363A-A01 Celero EZ DNA-Seq (Metaplex A) 96 395,900 BEMEXIE
9363A-UDI Celero EZ DNA-Seq + UDI-A 96 452,400

9363B-A01 Celero EZ DNA-Seq (Metaplex B) 96 395,900 BEEXIE
9363B-UDI Celero EZ DNA-Seq + UDI-B 96 452,400

9363C-UDI Celero EZ DNA-Seq + UDI-C 96 452,400

9363D-UDI Celero EZ DNA-Seq + UDI-D 96 452,400

TARTHATY
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ZEXEHR RNA-Seq

nmES EmA ~ = ([E5) FEA () "7
0500-32 Ovation Solo RNA-Seq Human 32 331,800

0500-96 Ovation Solo RNA-Seq Human 96 961,400

0500-A01  Ovation Solo RNA-Seq Human 96 1,048,500 HEMEXHIE
0501-32 Ovation Solo RNA-Seq Mouse 32 331,800

0501-96 Ovation Solo RNA-Seq Mouse 96 961,400

0501-A01  Ovation Solo RNA-Seq Mouse 96 1,048,500 BENMEX IS
0502-32 Ovation Solo RNA-Seq Drosophila 32 331,800

0502-96 Ovation Solo RNA-Seq Drosophila 96 961,400

0502-A01  Ovation Solo RNA-Seq Drosophila 96 1,048,500 HE{EXTE
0506-08 Trio RNA-Seq Human 8 160,200

0506-32 Trio RNA-Seq Human 32 545,400

0506-96 Trio RNA-Seq Human 96 1,477,900

0506-A01  Trio RNA-Seq Human 96 1,640,000 BBE)ExtIG
0507-08 Trio RNA-Seq Mouse 8 160,200

0507-32 Trio RNA-Seq Mouse 32 545,400

0507-96 Trio RNA-Seq Mouse 96 1,477,900

9143-96 Trio RNA-Seq + UDI Human rRNA 96 1,640,000

0514-32 Trio RNA-Seq Custom AnyDeplete 32 BEEETEL

0514-96 Trio RNA-Seq Custom AnyDeplete 96 BEEE TS

0514-A01  Trio RNA-Seq Custom AnyDeplete 96 HREEETSLY BEMEXS
0515-32 Universal Plus mRNA-Seq Custom AnyDeplete 32 339,300

0515-96 Universal Plus mRNA-Seq Custom AnyDeplete 96 961,400

0520-24 Universal Plus mRNA-Seq with NuQuant 24 181,000

0520-A01  Universal Plus mMRNA-Seq with NuQuant + UDI-A 96 678,600 BEILxtiG
0520B-A01 Universal Plus mRNA-Seq with NuQuant + UDI-B 96 678,600 HEL*Ii
0521-24 Universal Plus mRNA-Seq with NuQuant, Human 24 265,800

Globin AnyDeplete
0521-A01  Universal Plus mRNA-Seq with NuQuant + UDI A, 96 1,017,900 BHEMEXTIE
Human Globin AnyDeplete
0521B-A01 Universal Plus mRNA-Seq with NuQuant + UDI B, 96 1,017,900 HEHEXTIE

Human Globin AnyDeplete

FTRTHINTT .
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Methyl-Seq &Targeted Genotyping
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Methyl-Seq
HaEs Has FEES) Eil(¥) &S
0541-32  Ovation Ultralow Methyl-Seq with TrueMethyl oxBS 32 301,600 HHERAE—XFRE
9513-A01 Ovation Ultralow Methyl-Seq with TrueMethyl oxBS 96 904,800 BHEHEXIIG
0553-32  Ovation RRBS Methyl-Seq 1-16 with TrueMethyl oxBS 32 320,500 HHERAE—X{FRE
9522-A01 Ovation RRBS Methyl-Seq with TrueMethyl oxBS 96 961,400 HEeEhbxti
TARTHIANTY,
Targeted Genotyping
HaES a4 FEES) Effi(¥) FE
10050-192 Allegro Targeted Genotyping V2 (<2.5k SNPs) 192 298,100 HRALHG
10050-384 Allegro Targeted Genotyping V2 (<2.5k SNPs) 384 596,000 HRZLEG
10050-768 Allegro Targeted Genotyping V2 (<2.5k SNPs) 768 1,192,000 HRZLE G
10051-192 Allegro Targeted Genotyping V2 (2.5k-5k SNPs) 192 407,200 HRALBG
10051-384 Allegro Targeted Genotyping V2 (2.5k-5k SNPs) 384 692,100 HRALEG
10051-768 Allegro Targeted Genotyping V2 (2.5k-5k SNPs) 768 1,384,300 HRALEG
10052-192 Allegro Targeted Genotyping V2 (5k-25k SNPs) 192 413,500 HRALZE
10052-384 Allegro Targeted Genotyping V2 (5k-25k SNPs) 384 826,900 HRALHE
10052-768 Allegro Targeted Genotyping V2 (5k-25k SNPs) 768 1,653,500 HRALEG
10053-192 Allegro Targeted Genotyping V2 (25k-50k SNPs) 192 480,700 HRALHE
10053-384 Allegro Targeted Genotyping V2 (25k-50k SNPs) 384 961,400 HRALBEE
10053-768 Allegro Targeted Genotyping V2 (25k-50k SNPs) 768 1,922,700 HRALEG
0413-16  Allegro Metaplex Module 16 57,200
PTRTHATY,
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Tecan Genomics SA7SYFARHAEE,

VERICHADEEH#MITIZS50%0FF TR LET !

AmES HaAs =13 & {ifi FroR—AfiE

DNA 9363-24 Celero EZ DNA-Seq 24 ¥99,000 ¥49,500
10 0344NB-08  Ultralow DNA-Seq V2 8 ¥37,700 ¥18,850
0567-24 Rapid EZ DNA-Seq 24 ¥91,800 ¥45,950

RNA 0506-08 Trio RNA-Seq, Human 8 ¥160,200 ¥80,100
L AL 0520-24 Universal Plus mRNA-Seq, Human 24 ¥181,000 ¥90,500
T 7102-08 Ovation RNA-Seq System V2 8 ¥155,500 ¥77,750
XTRTHAITT
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