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RNA Workflow Solution
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G9995A | SureSelect XT HS2 mRNA S 7S UFHRIF vk (index primer pairs 1-16), 16 &It 197,000 118,200
G9997A | SureSelect XT HS2 mMRNA S 7S UFEEF v~ (index primer pairs 1-96), 96 Rt 1 935,000 561,000
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G9993A | SureSelect XT HS2 RNA 51 75 UFA& vk (index primer pairs 1-96), 96 &t 839,000 503,400
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G9989A | SureSelect XT HS2 RNA &Z=Fw (index primer pairs 1-16), 16 Kt 1 216,000 129,600

G9991A | SureSelect XT HS2 RNA 8wk (index primer pairs 1-96), 96 &It 1 935,000 561,000
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DNA Workflow Solution
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(G9985A SureSelect XT HS2 DNA S 7S5 UFAF v~ (index primer pairs 1-96), 96 &t 1 643,000 385,800
G9987A SureSelect XT HS2 DNA 24— wh IV UwF X hFwyi, 12 N1 TUHAHE—>3> 1 96,000 57,600
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G9981A SureSelect XT HS2 DNA &%+ b (index primer pairs 1-16), 16 &It 1 139,000 83,400
G9983A SureSelect XT HS2 DNA &#+ vk (index primer pairs 1-96), 96 &/t 1 739,000 443,400
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G9702A SureSelect XT HS Reagents Kit (1-16 index), 1/L=7, 16 Rty 1 139,000 83,400
G9702C SureSelect XT HS Reagents Kit (1-32 index), 1)L37, 96 &It 1 753,000 451,800
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G9703A SureSelect XT Low Input Reagents Kit (1-96 index), 1/L=7, 96 Kt 1 753,000 451,800
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5191-4056 | SureSelect XT Low Input Dual Index P5 indexed Adaptors 1-96, 1/L=7 1 135,000 81,000




DNA Workflow Solution

XTHS2 DNA sy-x

T/ L—=T AR TZVIRAEEY

* 16 RIGDNR)2—LFy SRS

¢ Unique Dual Index &K 384 BNt L. 79F/\—I—ROBRABHIIE
o A=y =T ZADIADAERF YN MERTZEINZEEKREIT

- 40% OFF
B OB 2 % ®E 1@(;%1@ S R—Y
g (Bitk)

G9981A SureSelect XT HS2 DNA &&=+ (index primer pairs 1-16), 16 &I
G9983A SureSelect XT HS2 DNA &3+ (index primer pairs 1-96), 96 &I
(G9983B SureSelect XT HS2 DNA &&=+~ (index primer pairs 97-192), 96 &It
(G9983C SureSelect XT HS2 DNA &%+ (index primer pairs 193-288), 96 &It
(G9983D SureSelect XT HS2 DNA &{Z v (index primer pairs 289-384), 96 &It
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5191-4079 | SureSelect XT HS Enzymatic Fragmentation Kit, 16 &It 1 22,000 13,200
5191-4080 | SureSelect XT HS and XT Low Input Enzymatic FragmentationKit, 96 &t 1 118,000 70,800
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